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WHO WE ARE

MRM Proteomics is a technology provider
and contract research organization/
research partner delivering advanced
proteomics technologies in the form of
research services, kits, and clinical assays
for applications in the pharmaceutical &
biotechnology industries.

Finally, MRM Proteomics has launched a
line of MS kits for do-it-yourself targeted
quantitation. The PeptiQuantTM Plus
line includes kits for human plasma and
mouse plasma, as well as dedicated
products to assist with quality control of
MS-based proteomics. They have been
optimized for use on a wide variety of
mass spectrometry platforms.

We offer the widest variety of high quality
proteomics services and specializee in
development of custom-tailored techno
logies for our clients’ specific research
needs.

All of our assays are developed and
characterized according to rigorous
guidelines established by the National
Cancer Institute’s Clinical Proteomic
Tumor Analysis Consortium (CPTAC).
This feature is unique to MRM Proteomics’
assays.

We are also involved in the development
of several clinical proteomics assays
such as those for patient stratifi
cation for targeted cancer treatments.
These projects, with big pharma and
clinical research partners, commonly use
our patented iMALDI technology, which
is compatible with clinically available
instrumentation and automation.
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TECHNOLOGY

MRM Proteomics Inc. is constantly on the leading edge
of proteomics technology. Our fundamental mission is to
offer clients the most advanced proteomics technologies
in the form of high quality products and services.

Multiple reaction monitoring mass
spectrometry (MRM-MS) methods with
a full suite of peptide standards for
every targeted protein, ensuring precise
quantitation even at low concentrations

High-accuracy highly-multiplexed
quantitation of hundreds of proteins in a
single analysis using low sample volume
(20-60 µL)

Development of iMALDI-MS assays
for robust, high-throughput clinical
proteomics applications

High resolution structural
characterization of proteins and
biosimilar drugs, with the record
for largest protein characterized
by top-down HDX

MALDI-MS Imaging of most lipids
to date using innovative matrices
and techniques (patent pending)
for spatially resolved mapping of
relative abundance

First-to-market proteomics kits for
MRM-MS protein quantitation in
mouse plasma samples
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APPLICATIONS HIGHLIGHTS
Biomarker Discovery
(PeptiQuantTM Plus, iTRAQ)

Biomarker Assessment & Validation
(PeptiQuantTM Plus)

Pathology & Tissue Analysis
(MALDI Tissue Imaging)

Clinical Assay Development
(iMALDI)

Biosimilar testing
(HDX)

CUSTOM SOLUTIONS
MRM Proteomics offers technologies
to fit with your project, every step of
the way.
MRM Proteomics frequently capitalizes
on its in-house expertise and techno
logies to offer custom solutions for
clients’ research applications. Whether
it’s a specific protein target, a unique
sample type, or workflow constraints,
we are here to help. Our portfolio includes
a wide variety of services and products
that are tailored to fit with each stage of
biomarker development, validation, and
translation.

Biomarker discovery

Assay dev. & validation

Biomarker verification

Clinical translation

Clinical validation
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QUANTITATIVE
PROTEOMICS BY MRM-MS

Quantitative proteomics services employ
the “gold standard” technique for
LC‑MRM-MS, using stable isotope stan
dards. We have currently developed and
validated MRM assays for more than 250
proteins in human plasma and more than
750 proteins in mouse plasma.In addition,
we have developed MRM assays for

approximately 2000 human proteins
(using >4000 stable isotope-labeled
standard peptides), and we are currently
in the process of developing assays for
approximately 3000 proteins in mouse
tissues and biofluids, as well as methods
for the quantitative determination of
phosphorylation status.

Our competitive advantage:
PeptiQuant™ Plus MRM assays use paired Light/Heavy
Internal Standards for every peptide and are all validated
according to CPTAC guidelines, yielding the highest quality
assays with superior specificity, reproducibility and accuracy.
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HIGH RESOLUTION PROTEIN
CHARACTERIZATION BY HDX-MS

Hydrogen / Deuterium exchange mass spectrometry
(HDX-MS) has now become an indispensable technique
for the structural and functional charac
terization of
proteins.

MRM Proteomics offers a panel of structural proteomics
approaches including surface modification (molecular
painting), crosslinking combined with discrete molecular
dynamics simulations, and hydrogen/deuterium exchange
followed by bottom-up and middle/top-down MS based
proteomics. We are currently extending our crosslinking
approaches for the use of studying the protein-protein
interaction network on a proteome wide scale for
organelles, whole cells and tissues.
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CLINICAL DIAGNOSTICS WITH
iMALDI PATENTED TECHNOLOGY

MRM Proteomics is actively involved
in the development of quantitative
proteomics assays for clinical research
and diagnostics utilizing our patented
immuno-MALDI (iMALDI) technology.

Currently, iMALDI assays are being
developed for companion diagnostics and
for the quantitation of numerous proteins
involved in cancer signalling pathways
from tumors, inclu
ding FFPE-preserved
specimens.

By combining immuno-enrichment of
targeted peptides with MALDI-MS, the
iMALDI approach enables the highly
specific quantitation of low-abundance
proteins in a very robust, fully automated,
and high-throughput manner (hundreds of
samples/day).

The sen
si
tivity of iMALDI makes it
possible to analyse small samples, even
from fine-needle biopsies.
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TISSUE IMAGING

MRM Proteomics Inc. is a leader in
the development of MALDI-MS tissue
imaging techniques. Our exclusive tech
nologies enable visualization of the spatial
distribution of >600 proteins, peptides,
drugs and metabolites in tissue.

MRM Proteomics employs innovative
techniques that push the boundaries of
what tissue imaging can accomplish in
terms of quantity of imaged compounds
and quality of the data. For instance, we
discovered a specialized matrix for lipid
imaging that increases resolution and
enables the simultaneous imaging of
>400 lipids – this is 2x more than other
commonly-used matrices.

MALDI-MS tissue imaging capitalizes
on state-of-the-art mass spectrometry
approaches and equipment to produce
visual images of various ionized species
within tissue samples. In this experimental
workflow, a selected biological specimen
is sectioned into very thin slices, applied
to a glass plate, coated with a matrix to
facilitate ionization of biomolecules, and
then subjected to MS analysis on a pixelby-pixel basis.

In addition, our in-house developed
patent-pending apparatus for improved
matrix application enhances signal-tonoise, achieving 5x higher sensitivity and
a further 2x increase in coverage of lipids.
This approach also capitalizes on our
access to a super-high-resolution 12 Tesla
FT-ICR-MS for compound discrimination.

Specialized software is then used to
translate distinctive mass-to-charge ratios
(m/z) into an image of the relative
distribution of each analyte across the
tissue section. Tissue imaging has in
creasing applications in cancer research
and is also extremely useful for drug
distribution and functional studies.

Our experience in this methodology allows
us to generate customized reports and
images; maps of biomolecule distribution
can be overlaid on histology results or
compiled to generate a 3D model of an
organ or structure.
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PHOSPHOPROTEOMICS

MRM Proteomics Inc. employs state-ofthe-art technologies for the study of
signaling pathways using quantitative
phosphoproteomics.

the determination of phosphorylation stoi
chiometries.
Our workflows are optimized for limited
sample amounts, starting from as little as
20 µg of total protein per sample, and can
be applied to tissues, cells, organelles
and biofluids.

We offer both system-wide discovery
approaches that allow relative quantifi
cation of up to 10,000 phosphorylation
sites and proteins, as well as targeted
approaches to precisely quantify changes
in specific phosphorylation sites, including

Additional PTM analyses are also availa
ble through custom services.
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ADDITIONAL
SERVICES IN
OUR PORTFOLIO
Protein quantitation of low abundance
analytes with increased coverage by
2D-MRM-MS

Protein structure analysis using
crosslinking
Protein structure analysis using
surface modification

Protein quantitation of selected low
abundance analytes by immuno-MRM
Protein biomarker discovery by iTRAQ

Protein structure analysis using
limited proteolysis

Metabolite & small molecule
quantitation by MRM-MS (more than
300 validated metabolite assays)

Comprehensive protein structural
analysis by combining MS-based
approaches

Post-translational modification analysis
with FT-ICR-MS such as:

Tissue Imaging of proteins,
metabolites & drugs
by MALDI-FTICR-MS

-	 N-terminomics (identification of
proteolytic cleavage sites),

Protein ID & Sequencing

- N-glycosylation mapping,
- Ubiquitination site mapping,

Peptide Synthesis

-	 Disulfide mapping,

Custom Solutions

- Lys-Acetylation

Consulting & Training
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